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^LTifc^o r a/g J i: L t a r a J Tg J <^#^'^-* -5 3 ^ ^Sc* L . Tc/tJ 
ti Tc J i: rtJ ^^^^^T'^lo-S C ii^.W-E^-t-Sc ^fz. r (ac) n J a Tac J ;b*n[Hl^ ai^ tl 
T ^ L . Tdel (a) J a Fa J ^■t' -S^ 9 >M#^T'alb "9 . f i n s ( 1 1 1 c) J 



[ 0 0 2 8 ] 

^fc. m4\zh-\^X . rTAA+ 7 0 7 5 de I (3 2 2 bp) J tm^Ltzmi^^^m (ifi^iJfi-^S 8 
) lc#tn^ 3 2 2 bp60K^iJ^. m<^t^9\~riz^-t. 

[ 0 0 2 9 ] 
3 . 7° a 57 ^ 7'^^7|ff 

u 9 ^ y'm^^Mnt ^SMlt. ^rnX'^-o X t ^ ^-gPTJo -D T ^ ck 
[ 0 0 3 0 ] 

:tlt. Arlequin program (http://anthro.unige.ch/arle(iuinT*A^) (Schneider S. Roe 
ssli D. Excoffier L. Arleauin 2000: a software lor population genetics data anal 
ysis.Ver 2.000. Genetics and Biometry Lab. Dept of Anthropology Univ of Geneva.) 
^m^'^^ Z t i)^'X § ^ o 
[ 0 0 3 1 ] 

fS.t-'b 7ol>l±X3h-o rzimPff<^SMlzm\^X . Arlequin p r o g r am^ ffl T ^^ 7° a 5^ 7° ^ 

[ 0 0 3 2 ] 
[^5] 



No. 


frequency 


A118G 


IVS2 


IVS3 


1VS3 


IVS3 


IVS3 


IVS3 


TAA 


TAA 


TAA 


+G691C 


+G5807A 


+G5953A 


+A6151G 


+A8449G 


+C8497T 


+A2109G 


+A2274G 


+G2287A 


1 


4.9% 


A 


C 


A 


G 


G 


A 


C 


A 


A 


A 


2 


3.0% 


A 


C 


G 


G 


G 


A 


c 


A 


A 


A 


3 


24.6% 


A 


C 


G 


G 


G 


A 


T 


A 


A 


A 


4 


6.5% 


A 


G 


G 


A 


G 


A 


C 


A 


G 


A 


5 


5.4% 


A 


G 


G 


G 


A 


G 


c 


G 


A 


G 


6 


35.9% 


G 


C 


A 


G 


G 


A 


c 


A 


A 


A 


7 


3.6% 


G 


C 


G 


G 


G 


A 


T 


A 


A 


A 


8 


16.1% 


27 haplotypes with lower frequencies less than three percents 






sum 


100.0% 





m&^fi. ^^i%S%^mnmx^hii^^coit7 9 ^ -y^h") . 3%WT<?>M)$ 

X^Z^ Z t )b*fi^^ il^27<50^N7°n 9 -f^'lcov^T. ^5<:oNo.8lc^i:<)6T^ieLTv^ 

[ 0 0 3 3 ] 

^^i-mT'^fe^ D ' ii.Ruj'^ii.it. i^irco&mizmrsBMia.-t^ z t ij^x^ 

SNP Ai:SNP Bi:*^-^»). ^ tl f^' tl <7> a 1! e 1 e ^ A, a h B , b i: "t ^ „ SNP A^SNP B i: -5 4 ha 
plotypes^AB, Ab, aB, abiiL. ^ ti ^ ti<?> h ap 1 o t y p eMit ^ Pab- ^Ab- ^aB' Pab^"^-^ 

D^PABXPab-PAbXPaB 
(D>0<^ t % ) 

D'= (PABXPab-PAbXPaB)/Minimura(((PAB + PaB)X (PaB + Pab))' ( (PAB + PAb) X (PAb + P a b) ) ) 
(D<0<7) h % ) 



D'= (PABXPab-PAbXPaB)/Mininiuni(((PAB + PaB)X (PAB + PAb))' ( (P a B + P a b) X (P Ab+P a b) ) ) 

(PABXPab-PAbXPaB) V[(PAB + PAb) (^AB + PaB) (PaB + ^ab) (PAb + Pab)] 
C^BL. Minimura(((PAB + PaB)X (PaB + Pab))' ( (PAB + ^Ab) X (PAb + P ab) ) ) ^ (PaB + P aB) X (P a 
B+Pab) ^ (PAB+PAb)X (FAb+Pab) i:<7)|^. i$.<7^ ^^^^-^ t ^ Z fkMM-f ^ . 1 
[ 0 0 3 4 ] 

Tilo -5. o 

[ 0 0 3 5 ] 
[^6] 



u 



Locus 


A118G 


IVS2 
^G691C 


IVS3 IVS3 IVS3 IVS3 IVS3 
+G5807A +G5953A +A6151G +A8449G +C8497T 


TAA TAA TAA 
+A2109G +A2274G -K32287A 


A118G 




0.795 


0.704 


0.626 


0.866 


0.884 


0.633 


0.875 


0.458 


0.890 


IVS2 
+G69 1 C 


0.125 




l.uUO 


0.714 


U.746 


0.795 


0.775 


0.772 


0.672 


0.795 


IVS3 
+G5807A 


0.453 


0.134 




0.921 


0.849 


0.883 


0.895 


0.868 


0.535 


0.883 


IVS3 
+G5953A 


0.052 


0.341 


0.102 




0.023 


0,009 


1.000 


0.034 


0.742 


0.009 


IVS3 
+A6151G 


0.054 


0.201 


0.047 


0.000 




1.000 


1.000 


1.000 


1.000 


1.000 


IVS3 
+A8449G 


0.069 


0.284 


0.063 


0.000 


0.001 




l.OQQ 


1.000 


1.000 


0.967 


IVS3 
+C8497T 


0.159 


0.062 


0.291 


0.069 


0.037 


0.046 




l.QQO 


0.763 


l.OQQ 


TAA 
+A2109G 


0.061 


0.241 


0.055 


0.001 


0.892 


0.901 


0.042 




1.000 


1.000 


TAA 

+A2274G 


0.024 


0.266 


0.030 


0.484 


0.011 


0.014 


0.035 


0.014 




1.000 


TAA 
+G2287A 


0.070 


0.284 


0.063 


0.000 


0.800 


0.934 


0.046 


0.989 


0.014 





^etcfev-^T. ±.*^ '^UHlc Al 18G^ rSNPlJ . IVS + G691C^ rSNP2j . • • • . TAA + G228 
7A^ rSNPlOj h-t^h. SNPl t SNP2 ^ <?>iiill^¥if ^s+S L . ^ <7) ft ^ SNP 1 <7) tf ^ SNP 2 

SNPl<7>ff i: SNP2<?5^iJc?>^t^ o (^^TM) \zm-f . 
[ 0 0 3 6 ] 

^6 <?>D'lcl-S-t§ i: . lVS3 + G5953Ai: TAA+A 2 2 7 4 G^I^§ . SNP<7^ ffi ^ ^ :b -tf ic 

i^mtR^i^<^ 3 o<?^SNPtc fcv^T^.m>&3iii^¥i!f # . ^<^-i %<r) 1 o liTAA+A21 

OHT^Io -5. o 
[ 0 0 3 7 ] 

o fJilJ^ 3 tc^-t^ 5i L^^tt^+i'tt^^-T)!?*. ^ 6 ic^-t lOSNP^^T i: cT^^T-* 
[ 0 0 3 8 ] 

^ h\z^ ^§im\z^\^X\t. iiil^¥irW1fr^tf o ^c*D^ 6 ) h-^ A ^(D u 9 

^t-h. m^\t. HaploBlockFinder Version 0. 6 ^ ffl T iiM n >y ^ ^ fi^-t ^ Z i?* 
T'# S (http://cgi. uc. edu/cgi-bi n/kzh ang/h ap loBlockFinder. cgi)o 
[ 0 0 3 9 ] 

Z<D'm'&\Z ^ ^ . ^6<^SNPa. Al 18G^#t? -y ^7 ^ I VS 2 + G 6 9 1 C I VS3 + G 5 8 0 7 A^ # 
ts^'u V ^ . I VS3 + G5 9 53A^ a-t? -y ^ I VS3 + A6 1 5 1 Gl-::{P$c?> SNP ^ 7' n -y ^ co 

A -zxD ^w' X2 9 A V u V ^ [c ^Mi^ -S 3 i: fi*X % -5. . 
[ 0 0 4 0 ] 

tl/c^N 9 ^ 7°7*n >y ^ 4^ <^ iff ^<?^ SNP^ li -5 t . ^ 65 [1] - n >y |*| 



[ 0 0 4 1 ] 

4 . At ^ ;f ^ H'gg^M^^ i: ^^/^.stt t <f^mm 

[ 0 0 4 2 ] 
[ 0 0 4 3 ] 

Am^m^ttmiz^^m^fi^ z tt^^r.m^nx^'^^rzdty^ mm-t^s^m {mx.\tm) ^ 
^\^-t<^\zm\^rzn%mh mit^mikj-^m.^^^-trnmi^^^x . ^m.^m.^m\^ ^ ±-W.wt 

[ 0 0 4 4 ] 

5 . mm^%<r)mm 

ffl i" ^ Z i: t^X §^<, :$:^B;^cO:t-'j=f^^'U:t-^KXli-7-f^nTU-f^/f1V^Tf|31 
[ 0 0 4 5 ] 

S#fti/]^. K 5 > -gg^tat/L^^s /f . d ir ^ ir A \' ix . k. Sir 

t° :t ^ F 5##Jp J/L^ . -F ^^ ^ - ^L. ^ ^ ^ -5 c: e ^ o #0 x tt\ > ^ > 7 ^ ^ 5 > 

. ^ i y ir ^ J- 9 y -7 31. 9 ^ > . T y -y 3u 9 ^ y . ■T'^xhaT>7ai5'5>, K 

3 > . t t ^'-^ . DAMGO . r! > . K > . >i v ^i. y 9 >i ^ v 3Ly 9 )i 

, 's.a-f^. n;^-f>. -j-x^ ^ "J y ^ -j- )l h l- ^ 'J y . u jI -7 ^ y ^ V ->< u jI -7 t y ^ 
^y 9 y ^ -f-f\. J Jl -7 ^ y ^ :^^>'nK>. t:Ka=iK>. L :^ >l v t J — 'I ^ 
V >v -7 ^ y ^ i>* t H a h jl- 7 -f > . t K n t .tx > , ^ > ^: jJ^ > , -jz 9 ) — >v ^ > 

[ 0 0 4 6 ] 

-^tz. i^^m<^m^.^^m.x\t-n'(t.^w^\^x . Afi<^avMc j: ^^t/^^m-sttv^if 



[ 0 0 4 7 ] 

h'E >i \^ ^m.^']^ h <7>ffi W^W^ff t . if<?>#Ml:%"f -5 flu-*** if <7> J: 7 ^ t t 
[ 0 0 4 8 ] 

ij-<?>. 7 I ; - ;b>iV^fl^v^T ; ^^DNA^ffiWi-S o ^^m. GFX Genomic Blood DNA P 
urification K i t V <^ fff Mlxc?> ^ ^ DNAtt ttl ^ -v h ^ ^ g ^ )^ T t J: „ iH S "t ^ S N P 
^ - 7- > 'j - ^ ^ > r 7 u - ic ilo § Jt ^ li . J unk<^i\io ^ \z\Mh^ totzl RNA^ 

( 1 ) PCRvS^fflv^fcMtii 

PCRlc J: ») 7';b^j#i|iS-t^ icii. Fidel i ty<50^v^DNA# ^ --y. #J;ilJ. KO 

D Dash * > ^ - ( T0Y0B01^±) ^ffl -5 3 i: * L v^^^ ffl -5 7" ^ ^ ^ - li . SM"^ 

[ 0 0 4 9 ] 

(2) i^*se^ijv*s>iic J: ^^^m 

^ Z i: §0 Ummn'i^^lzm^-^ ^ ^--^^cx^^t-icUs rtiMlx<^ABI>' - X (TV 

( 3 ) DNA"^ i^uTU -flCj:§t^tii 

DNAv a T U li . ^t##±lc ^ U ^ K 7' a - ^ tlfc ^<?>-e#> ^ . DNA 

^ 7\ Gene ^ >y 7\ ^ u ^ v v\ - X t u -f ^ if ^ # tf o 
[ 0 0 5 0 ] 

t -f . y >i ') :^ ^ L ir \^ ^ S^m L . PCRlc it rjig L . -^t^ U # - 5^ - 

mizx^jmm-t^. m^-^x. mmitD\ik/\mh, total rna^-f u i:^ic ^ h 

-t -S o /X IC Z <7> 1- U ^ 7x ^ ^ - IC ^ L iA ^ , -f 7" 'j r - 3 > ^ - > ^ tti 

-2, » ^^ 7^ 'j -If - ^ 3 > ^ ^- 5^ a . 7' a - 7^ T U -flc *S ^ L ( -t 5^ ;b 1g ® IQ 

Lfc7°n--/ti. m^mm i: -SC LT '^v^g^^^^^i-^ t <^ cfc t ^^v^ >- r i; 

T U _h<50^7°n - 7'<7>Se^lj;^2;f-fegli^jb- o T ^ fflli'ttlc J: o T . 7°n- 
7^1- U i: jxltv^ i±/i^f # ^ ^ U H ^T^Se^lJ^v^^-t -g. 3 i: **T-§ -So 
( 4 ) TaoMan PCR>S ic J: ^t^tti 

TaoMan PCRvS . -^T^i^glS L fzT L Ji^m^ :t ') ^ t 1 za DNA* 'i > 7 - -tf ic J: -5, PCRix 
1^^ i: ^fijffl L /--^'jvST*. ^ . TagMan PCRvS ffl ^ T u iff M fi^ 'j =r (T a dMa n 7° n - 
i: 7 ) li. SOiealft^ ^M'lii^lc^oH^TStfi-^ z t -So 
(5) > ^- r-vSic J: ^at^T^Mc^l^tii 

y ^- ^-vili. T u ^^^rf :r ^tmM i: 7' 'j r ^ ^-i^ 3 > -f ^ z t iz 

. c ^ ic J: ►) ^^izMiKj-^m^mn^'t ^ z t io^T^mx^^o 

[ 0 0 5 1 ] 
6 . ^ V h 

^mnizii\,^X . ^ ^ - :t :t ^ K-gg^aifeT^M (#Jx.lJSNP) gPffe^#t^ -i =r 



[ 0 0 5 2 ] 

dNTP . =3 > h n - ;b m {mz.\t. fflfi +^ > 7' >i . ^ i -y'JkU ^'-^ if ^ i -f ^ > 

o 

[ 0 0 5 3 ] 

^^m<^^ V V \t. ht^ir -j =r-^ ^ U K ^^mt\zm^ L Tz-? ^ ^ nT v A h LX 
rirz^(DX^'0 . DN A ^ -v 7\ G e n e ^ >v 7\ -7 ^ u ^ -y v\ t^' - 7s t u ;5r ^ # 
[ 0 0 5 4 ] 

-i^^m<^^v V \t. if^m\zis\^X ^^^titzm.ikJ'^m.-^^^if >; rf^ U if^ 

#t?„ fifeoT. ^t/^.m%^icf^ffl-t §itu (i^ijx.ii-¥ifsti. m-\tnmnm) \zu^lx^ 

[ 0 0 5 5 ] 

[^]5tel5iJ 1 ] 
[ 0 0 5 6 ] 

( 1 ) 

^t/fi^^^^^^trW^^i^^^t-- 7° (Japanese Genetics Initiative lor Dr 

ug k\)Wit{](A\)k))\zv^\m't ^Bifm^<^mnmu innn) \zxu^7kumu\^rz. who 

<:^if BfSm ICD-IO DCRTF15. 2;^DfF15. > ^ > 7 ^ ^ 5 > 1 28^ (^'^9 

9^. ^'1429^. ¥±^¥4^35.9 + 1.0^) . ttu\z. ±\zm.m'iitmm x'^i:7ku mm\zm'^ 

¥ft^r34. 6+ 1. 5^) ^W^tcffofco 
[ 0 0 5 7 ] 

xizM^ ^ fix B rz^mnfKti\^'mizmt: ^mmxsMtmm^ nrzrzdh . zc^i^i^^zm 

[ 0 0 5 8 ] 

ifKfii. 2A^mnnmiz J: ^mu^t . mm<^mm'k^dbrzA^'^m^j:^xco'mm^m 

[ 0 0 5 9 ] 

it^^XS^-:, tz. 
[ 0 0 6 0 ] 

-^^mmit. ]^nk\zr^m~t ^^mmx<^\kmm^\zxmi^~^urz'^. ^xconm^iz 

. Y J y-^ Ji^^-^^B^lzm^^ ^ z t\zH LX CO . :ScMlz ^ ^mM'kmx^f fz. 



[ 0 0 6 1 ] 

(A) Latency of psychosis (i^mf^^iH^^ - ^-mt^^m-t ^ ^X'<^mm) 

(B) Prognosis ol psychosis (f^fflffih^. • ant^nm-f ^ mm) 
•transient (n = 72. 1 ^ ^ lill^ v^^) 

•middle (n = 17, I ^ B ^ ^ ^ B xm^) 

• prolong (n = 26, 6 ^ ^ lH^Wm) 

(C) Spontaneous relapse ( (n = 86) M (n = 42) ) 

(D) Poly drug abuse (^M^im) 

•none (n = 36, / 9 y ^ ^ 9 ^ ^m^im) 

• easily accessible drug only (n = 49. t Ji m — Ji , >■ y -j — ic^Lfflffi) 
•heavy (n = 43. t t ^ . a > . ±J|^ ^ tc ^Lffl S) 

> 5^ > 7 a: 5^ 5 >fifei¥m%<?> ^ -^E.. ^i%n\zm\^xm^mmt^uhtLi3:t-'^rzm^ 

[ 0 0 6 2 ] 

(3) Genotyping 

\^xnm\^rzo -tt^iib^. ^jSlIcWLTS ^m.<nM^W.m (O.l mM EDTA. 155 mM NH4CI2 
) -^m^. mUXX^^mmUi^tz'^. 'M't-L. 'AW.'^^mm ^ fzmz . proteinase m 
RNase3«aiI^ff v^. m'b-LXU htitz }:.mi3- h . v ^ ) - >v - ^'ua^^UAttm^L 

. ^ h\z^9 ) - >^'dL^^mx . y ) uMk'kmm\^fz. ^' ^.DNA^HM i: LT . KOD Da 
sh (TOYOBO. ^fflv^TPCRvS^ff v^. -=^9 ) - >\.'(kM\zxmW^. iy - ^ -^y y-^Wi 

[ 0 0 6 3 ] 

M ^ HS##]fi€^<^5 ' M^NlKIR^t^ (5 ' UTR M2/lc5 ' flanking region) \t 

. H > J: _L-^ 5 7 6 5 b p * T ^t^^ 2 o <?> PCRi# ijig (- 5 7 6 5 --- 2 2 7 2 . - 2 6 1 2 -^421)^ 

ff73i:T. ^tsj^^Jfilii L /co :x ^7 V > 1 ^ :x ^ V > 2 -3 ( > h a > 2^#ty 

) . V > 4 (l^iih -zi Y y Tirt2 9 52 bp^ #t?) . ^ ic ^ > h n > \ Jk1fl<^-^\t 

. ^tl^-tl</)ffip/fSlJlcPCRvSlC DNA|lfn-<7)iii|ii^tf o ( It « tgl tt HI #M ) o 3 ' PJ 
#ffliR^tal (3 ' UTR;^D'^3 ' flanking region) ^i . I^ih :3 K > J; T^t 1 3 8 3 0 bp t -e<7)^I 
t^^. 4oc7>PCRjtr|fg (TAA+2 0 0 4 -- 6 2 8 8 . 4 980-^ 1 0 3 7 6 . 8 2 9 2 -^ 1 2 1 2 0 . 1 1 2 6 0 1 4 6 7 7) ^ tf 7 
^hX. Se5 i:i-^^^^iir|igL/co ^fih<7^\i\mm~kmm.h\^X. Big Dye Terminato 
r V3.1 Cycle Sequencing Ready Reaction {-r ^ Y >^ Mr u . :^j^) ^kWiX^tz 

i.- ^ -:^y J: J^^gfi^lJ ^ »SI L . it €T «^ ^ tf o 

[ 0 0 6 4 ] 

%-fm^\z. K<r) Y ) y V' >i k\m'k\^m\^ . iti|igLfcPCRiifn-<7)^^Kt5X^. i+i 

/cLfco iXtc^:^ ^ V i/^t^h . ^v^^^ (Al lei ic frequency > 5%) T-flS ^ ti -6 ^ 

^.DNA^fflv-^T. M ^ t° ^ K 'Sg#3t'fKT<^#^Wffi'^tf o /iio 7°^-f-^-ij:. Nationa 
1 Center of Biotechnology lnformation(Genbank Accessions no. N T- 023451) lcT£^^ 

[ 0 0 6 5 ] 

( 4 ) 

M^At > 9>7 X ^ 5 >fi!<<¥m%<^-^> ^T-<^#M«^c75*.mmM^li. ^ -^- 



^mm-t ^ rzdblz . ^ ^ -^t^/^^fflv-^THardy-Weinberg (HW) ^m<^^M^n ^ fz. 
MM^fMrn^Au^^y'v:! 9 -i y'm^\zi3\^x It . MSAl / 9#iJ t ;^ 9 > y 3^ 9 ^ > iH^ 
.^^^ l2?>M<^mirsl^M^^'^ . Arlequin program (http://anthro.unige.ch/arleguinT* A 
^) (Schneider S. Roessli D. Excoffier L. Arleguin 2 0 0 0 : a software for populati 
on genetics data analysis. Ver 2.000. Genetics and Biometry Lab, Dept ol Anthropo 
logy Univ of G e n e v a . ) ^ ffl T Wiff L „ ^LT. ]iM^¥it<^RS^^i-MT*> ^ D * 

[ 0 0 6 6 1 

m*) M\^^m\z)sn ^ . rn'mxt / 9 yy 3, 9 ^ yi$iwmm^yy°'i^^mmm<^^M 

mit. t > ^ o vS^^lcfFM ^ tl/!: CLUMP program (Sham PC. Curtis D. Monte Carl 
0 tests for associations between disease and alleles at highly poly morphic loci 
. Ann Hum Genet. 5 9. 9 7 - 1 0 5, ( 1 9 9 5 ) ) ^ ffl T o 
[ 0 0 6 7 ] 

^^y' u 9 ^ y'm^^"ri^^i}'h . Hap 1 oB 1 ockF i nde r Version 0. 6 ^ ffl T jIM 7^ -y ^ ^ 
M^t- fzo 

[ 0 0 6 8 ] 

^:x^V>^J:3l. -i^ V X2ym^<r^-m. ^ ic 3 ' ^'5 ' <7)#iliR^IJ:3llc M L T . PCR 

0 1 ; A)Kj^IIIT<?>7*<7),^T'^ L^c^t^lcM LT^M^^f^ff o /iio ^fz. lUG. 1 
VS2 + G691C. intron3i?-'b 3 ' UTRTrL,^'9 4 kbpftfi * T'K SEHT^ ti S ^^liM^^ft ^ 

^-tsNPg^. M^ic-j^*^ ][i L^Mivss+eiu (GT)ii-i5 (HSfe^js) hiiumw'^m 

L #^</) IVS3 + 8/ 6 1 (32bp) 0-1 J (^m#iJ 3 ) tell L T . M"^ A > 7" M )^ il 

P<0. 05) „ 

[ 0 0 6 9 ] 

^M^ff o ^c^^lc fcv^T . ^1<?:)36M. ^ 3 2 M<^H-38<50ffMiifeT^M i: . Klc 
fi!lAift^fflv^^-af^lcT«^^ tlTv^ .5 3-o<7)SNP (A118G. 1VS2 + G31A, 1 VS2 + G6 9 1 C) ^ . H 

[ 0 0 7 0 ] 

B^ATM.'^ tl/c^ 1 <^39<^SNP<^ 7 *> . t r a n s v e r s i o S ;!)t 3 7 -^^ ^ ^ ^ ^ transit 
ion^sa2fflplf (1VS2 + G691C, TAA+G 2 3 9 5 C) T o » t.fz. C tl "^5 #M ti . HW¥if 

XZ^-^fz^^iii^h. 7°;Hcf^ )b*>&v^ Z t tl/c, ^^js: H jjfe l^lj c;) 0 ^fsc A <^ 

r;A_hT'li. 5 ' #iaf^^^lcT 14<?>SNPib*fi|lf>^ tl/cjb*. C tl ^T'lclB] D ^t^T-«^^ 
fiX\^fzlK<7ym\t^hfits:'h-'^fz. 
[ 0 0 7 1 ] 

$"^1^ AlUGi: lVS2 + G691C<:o-o<7>SNPlcll LTtt. ^<ry^m^m.mi TAUelic fre 
quencyj)tt. B A V ^ A T a ^ tl ^- tl 4 5 . 3 % t 8 1 . 9 % T ^lo "9 . Z tl tTEK* A<7> 7 

ct^/llNtc^^ ^ tlT § fc^^Ml^ (^ 1 TRepor ted Al 1 e 1 i c I r e q u e n c y J ) T ^ tl ^' tl 
7. 5-2 5. 8% i: 4 2 . 5 - 5 3 . 3 %T-^fe . B:*:Ar ; A ic T 1^ BH ic ^ MST'ltm ^ flfz (Ho 
ehe MR. Koplce K. Wendel B, Rohde K, Flachmeier C, Kidd KK, et al. Sequence varia 
bility and candidate gene analysis in complex disease: association of mu opioid 
receptor gene variation with substance dependence. Hum Mol Genet, 9. 2895-908, ( 
2000) ) o 

[ 0 0 7 2 ] 

^fz. fl!lAifi^fflv^/cOT5^TiiliulcMv>#MMl^Ti5^^iiTv^/c. CHT'Sr if <^^coflil 
<^iam^i^tc?¥ft-t-S SNPtmS^ ti'Srij-o /i: (Hoehe MR. Kopke K. Wendel B, Rohde K, 
Flachmeier C, Kidd KK, et al. Sequence variability and candidate gene analysis i 



n complex disease: association ol niu opioid receptor gene variation with substan 
ce dependence. Hum Mo! Genet, 9, 2895-908, (2000). Bond C, LaForge KS, Tian M, M 
elia D. Zhang S. Borg L> et al. Si ng 1 e-nuc 1 eo t i de polymorphism in the human mu o 
pioid receptor gene alters b e t a-en do r ph i n binding and activity: possible implica 
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( 2 0 0 2 ) ) c 
[ 0 0 7 3 ] 

zcnrnm^^my^^ y ^ ^ X^it^M-t ^fzdb. #JS(^M^L (3 genotypelc^ LT& 
5 ^J-f o ) . ,^ih ^ H > (TAA) 14 kb p ^ T IB H ^ IT t c ^ . ^ hlzM 

m t ^ <^jMm^^m^mmm 2iz^.Lrz. 

[ 0 0 7 4 ] 

ff/cicam t ^c5 7jifeT#M<?> 7 2 4<?5]t€T#^ii. i.m^mm^'fmizsh^^mm 
tmmizmm^ ii. iiM^^ifw^f tc ^i^td ' i$.M.uizih$.t^mz\. ooo^^i-^^iiM 
^'f'm(^mmz3h^rz (^2^. r*JEP)o 

[mmm s ] 

[ 0 0 7 5 ] 

mmm2-Z'M.\,^fzLrz^mcov #M^^)b*5%m_hT-*>o/clO®Plf<^SNFlcra lt. a 
rleauin p r og r am^ ffl T ^^ 7° n 9 -i -y'-^M&L fz (SulS^ 5) » ^^■7°a5'-f-7°^fi^-t 
-Sr^. ^mmmt'yhl-l±X'3h^S\i?cr) n ib . Intron 3 3 ' #SHiR ^Kt^ ic T ft "t ^ 
fr^3iM^¥if^^r;-tSNPg|lcll LT a. ^ 7 - o TAA+A2 1 0 9 G^ i: L , Arleq 
uin programlc Jc . U<r) y' u 9 -{ y' t^M^^ ti . ^ 7 3%iil Ji<?>^MST <^ ti ^ 
^<f)ltU^y' 9 ^ y ^ fz 5 . No. 1-7) „ MS**3 Xi-MT ( 2 7 7" a 5^ 7° 

. 16. l%lcffl^) icratTli. no. ^iz^ tdbX^Lfzo 

[ 0 0 7 6 ] 

_ha!<^TAA+A2 1 0 9G<?^G a 11 e 1 e li . co xu 9 X' co ^ h fi . ikco\^ < -o ij^coSM 
^mt$^{^\^t^3h ^ fzo 
[ 0 0 7 7 ] 

ixtc. mhiirz^^y u 9 ^ ynm^mizmm^frnm^^n ^ fz (mmm e ) . 

[ 0 0 7 8 ] 



LX li±m'^-^'^ L fzo ±.X^m I fz^ ^ icD'ft^Stti Lfzt Z ^ . |VS3 + G595oA.Xl±TAA 
+A 2 2 7 4 Glcll;b^v^ < o^j-c;>ffl^^^-t±^|^§ . ^ T SNP^O ffl ^ ^ ;b -tf ic T . ^M^^ 

mm^^mtmu^nrz erne) . 

[ 0 0 7 9 ] 

tfc. J: ^ M Lv^j^^g-eife^ r^ftlcfcv^T. i n t r o n i: 3 ' SIIR litaX ^ 3 o ^ SNP ic *d V"^ 

^-t#Mg$6O-oT'*>.5,TAA+A2109G-e*>o (^6) » 
[ 0 0 8 0 ] 

[ 0 0 8 1 ] 

^^ff /clc^i^fi L fco ^>hn>3[*IT. -^Sl* ^ 31 I VS3 + 6 1 13 (GT) 1 1-15. ^ 

l/32J^S<7)|# ^ 31 L#MIVS3 + 8/61 (32bp) 2-i7'!j*lt^$ tifc (tuie^S) o 
[ 0 0 8 2 ] 

cti'^c?^!^ ^3IL#Mti#Slc#ti'l4*^-*>o/itc7)co, ^6 ic^F-t lOfH^oSNP^T t 
^T-*^-'&3ili^¥l»*'5llf.$ ti^c (P < 0.0 5) „ 

immm 4 ] 

[ 0 0 8 3 ] 

^, ir\^'ir ^ K s##3i #M i: > 5^ > -7 a: ^ 5 >f^^^r • nmmnnmmm^ik t (^^m 
m^^^M-t ^fzdb. mm Alz is i-f ^mm^^mmm • ^^^u 9 ^ y'mm<^'^$W: cmmm s 

II8G, IVS2 + G691C, IVS3+A6151G, I VS3+G8 4 9 7T) ^ igj^ L o 
[ 0 0 8 4 ] 

t-f. 9 >y ^ 9 ^zyiti^mmizan^^mmm'tm^L. mnx^^mmmtco 

VCtt^'ii-^tz 7 ) o 
[ 0 0 8 5 ] 



Locus 


Genotypic data 

allelic 

number frecuency 


Allelic data 

number 


Genotypic data 

allelic 

number firecuency P value 


Allelic data 
number P value 


A118G 


A 67 (0.31) 
A/G 99 (0.46) 45.3% 

G 47 (0.22) 
total 213 


A 233 (0.55) 
G 193 (0.45) 

total 426 


A 49 (0.38) 
A/G 54 (0.43) 40.6% 

G 25 (0.19) P=0.43 
total 128 


A 152 (0.59) 
G 104 (0.41) 

P=0.23 

total 256 


IVS2 
+G691C 


G 6 (0.03) 
G/C 72 (0.31) 81.9% 

C 154 (0.66) 
total 232 


G 84 (0.18) 
C 380 (0.82) 

464 


G 12 (0.09) 
G/C 43 (0.33) 73.8% 

C 73 (0.57) P =0.01 2 
total 128 


G 67 (0.26) 
C 189 (0.74) 

P=0.011 

total 256 


IVS3 
+A6I51G 


A 2 (0.01) 
G/A 23 (0.13) 92.5% 

G 154 (0.86) 
total 1 79 


A 27 (0.08) 
G 331 (0.92) 

total 358 


A 1 (0.01) 
G/A 26 (0.20) 89.1% 

G 101 (0.79) P=0.21 
total 128 


A 28 (0.11) 
G 228 (0.89) 

P=0.15 

total 256 


IVS3 
+C8497T 


C 85 (0.47) 
OT 76 (0.42) 31.3% 

T 18 (O.IO) 
total 1 79 


C 246 (0.69) 
T 112 (0.31) 

total 358 


C 73 (0.57) 
CT 42 (0.33) 26.6% 

T 13 (0.10) P -0.209 
total 128 


C 188 (0.73) 
T 68 (0.27) 

P =0.21 

total 256 



y -7 9 ^ y iiiWmmizis\^X . IVS2+G691C<7>#MMSlj:73. 8%T-*> . M^Ai081.9% 
titmi-X ^ commits < . 31^^^ (genotype) It^Mlzm^j: ^ X is *) (P = 0 . 0 2 3 ^ 
— ^M/^) . Al leleMS<^ht:$$lcfev^T t C alleleib*#<. ^Mlzmn A t ^ X \^ ^ 
(P = 0.0 2 3 ^ r^mmm) Z th^m^t-tts: -^fz. 
[ 0 0 8 6 ] 

^fz. IVS3 + A 8 4 9 7 G1C v^T t . > 5^ > 7 oi ^ ^ > T A J; ^ G a 1 1 

e \%<^w]^t'm^^M\^fo'mM^ ntzo 

[ 0 0 8 7 ] 



uin prouani^mv^T ^ v-^li^ L (^8) . ^ <^ v:' 9 ^ y' ^icMM 

^^mmm^n^-^. mnxtitrntrz (^9) » 

[ 0 0 8 8] 
[1^8] 





Control 


MAP 
dependent 


Haplotype 




frequency 


frequency 


A118G 


IVS2 
+G691C 


IVS3 
+A6151G 


IVS3 
+C8497T 


1 


1.4% 




A 


C 


A 


C 


2 
3 


0.2% 
10.9% 


11.0% 


A 
A 


C 
C 


A 
G 


T 
C 


4 
5 


24.3% 
5.7% 


23.2% 
10.9% 


A 
A 


C 
G 


G 
A 


T 

C 


6 


9.2% 


12.7% 


A 


G 


G 


c 


7 
8 


1.7% 
40.0% 


1.5% 
37.8% 


A 
G 


G 
C 


G 
G 


T 
C 


9 


4.9% 


1 .8% 


G 


C 


G 


T 


10 


0.3% 




G 


G 


A 


T 


11 


1 .5% 


0.9% 


G 


G 


G 


C 



[ 0 0 8 9 ] 
[^9] 



Locus 


A118G 


IVS2 


IVS3 


IVS3 






+G691C 


+A6151G 


+C8497T 


A118G 




0.795 


0.866 


0.633 




0.897 


1.000 


0.794 


IVS2 


0.125 




0.746 


0.775 


+G691C 


0.195 




1.000 


0.739 


IVS3 


0.054 


0.201 




LOOP 


+A6151G 


0.084 


0.346 




1.000 


IVS3 


0.159 


0.062 


0.037 




+C8497T 


0.156 


0.071 


0.044 





m9 It. mnAt ^ 9 y y ^ 9 ^> mm iz is i-f ^ ^ t° ^ k ^^i^MfK^^mm 

:b -It^ T't^T^K-to ^ 9 <^&ffl^^tp i±<7) Ji<7>i(fi)!jt|^'^A. T <7) ®( M > ^ > 7 i ^ 5 

fz ( 13 9 ) o 
[ 0 0 9 0 ] 

mnx t ^ 9 y y ^ 9 ^ y mt^m^mmx' 9 ymmizm Lx^Mt^^it^hn^^ 

y y 3^ 9 ^y ikW ^Wkm.\^t'mv^ Ltz. z<^5St6 S<7> M y u 9 A y' 

<^BvMi. intron 3 3 ' ^ffllR^Iial ic tt T & ^ fc^il II ^ ¥if ^ ^ SNPg|c?> 7 
■^ic;) — oT'^fe^ IVS3IA6 15 1G<50 al I el e ^ 7°<7) ^iOjlv^T-^fe o /io 
[ 0 0 9 1 ] 

t^o T . ^<r)m'^\zn't ^ikWtfU\z-^m''iaM^\z^\^X ^ ht^^ ^^y° n 9 -i y'm-l^ti^ 

mum 5 ] 

[ 0 0 9 2 ] 



[ 0 0 9 3 ] 

fl^mmy'ri V ^ ^i\m-t ^ 4 mPfr^SM {Mn(,~ IVS2 + G691C, IVS3IA6151G, ivss 

+G 8 4 9 /T)^TTtf o ^^7*.. ^M\zmMAt^mm&f3m-^£^x\-^^mt^i¥i±Lrz 

[ 0 0 9 4 ] 



Locus 




group 1 


group 2 


group 3 








3^ia± 




A118G 


A 67(0.31) 
A/G 99 (0.46)45.3% 

G 47 (0.22) 
total 213 


25 (0.46) 

24 (0.44)31.5% P- 
5 (0.09) 0.0404 
54 


20 (0.38) 

25 (0.47)38.7% P- 

8 (0.15) 0.4691 
53 




IVS2 
+G691C 


G 6 (0.03) 
G/C 72(0.31)81.9% 

C 154 (0.66) 
total 232 


6 (0.11) 

20 (0.37)70.4% P= 
28 (0.52) 0.0085 
54 


5 (0.09) 

19 (0.36) 72.6% P= 
29 (0.55) 0.0394 
53 




IVS3 
+A6151G 


A 2 (0.01) 
G/A 23 (0.13)92.5% 

G 154 (0.86) 
total 179 


0 (0.00) 

15 (0.28) 86.1% P= 
39 (0.72) 0.0269 
54 


1 0.019 

7 0.132 91.5% P= 
45 0.849 0.9060 
53 




(2mm ■ 




transient 


middle 


prolonged 


IVS2 
+G691C 


G 6 (0.03) 
G/C 72 (0.31) 81.9% 

C 154 (0.66) 
total 232 


8 (0.11) 
27 (0.38) 70.1% P= 
37 (0.51) 0.0034 

72 


0 (0.00) 

5 (0.29) 85.3% P= 
12 (0.71) 0.7807 
17 


3 (0.12) 

8 (0.31) 73.1% P- 
15 (0.58) 0.0596 
26 


(3) 




not exist 


exist 




IVS2 

+G691C 


G 6 (0.03) 
G/C 72(0.31)81.9% 

C 154 (0.66) 
total 232 


6 (0.07) 
30 (0.35) 75.6% P= 
50 (0.58) 0.1250 

86 


5 (0.12) 
14(0.33)71.4% P= 
23 (0.55) 0.0143 
45 




(4) ^mtim 


none 


easily accesible drug 


heavy 


IVS2 
+G691C 


G 6 (0.03) 
G/C 72(0.31)81.9% 
C 154 (0.66) 

total 232 


5 (0.14) 

11 (0.31) 70.8% P- 
20 (0.56) 0.0059 

36 


3 (0.06) 

15 (0.31)78.6% P= 
31 (0.63) 0.4401 

49 


1 (0.02) 
18 (0.42) 76.7% P- 
24 (0.56) 0.3801 

43 


IVS3 
+C8497T 


C 85 (0.47) 
C/T 76 (0.42)31.3% 

T 18 (0.10) 
total 179 


24 (0.67) 

6 (0.17) 25.0% P= 
6 (0.17) 0.0137 
36 


24 (0.49) 

22 (0.45) 28.6% P= 

3 (0.06) 0.6986 
49 


22 (0.51) 

17 (0.40)29.1%, P= 
4 (0.09) 0.9104 
43 



liirtlc^^fE LfcgUcfev^T. mnXtitmLX . Sgfplf^SNP (AII8G. IVS2 + G691C. IVS3 + 

A6151G) co^mmmfj^^^^m^k^L . miKi^mt^^mizm^j: ^x\^rz c^ti^ti. p=o.o 

40. P= 0. 0085. P= 0. 0 2 7 ) o I VS2 + G6 9 1 Clc ^ L T li . ^ 9 > y ^ 9 ^ > mmm^n h 

LTz'^iz. ■ Kinhmm l rzm \z h-\^x ^i^miz . m-mAtmtLx^Miz 

mir.J-mt}m^^ o T (P = 0 . 0 3 9 ) ^ X ^mmh^M^^M^^m^^ . ^ *) ±B <m 

t£ ^mi^'k^Lfz, 
[ 0 0 9 5 ] 

( 2 ) 'mmM<^i$.mW'±f}^h^m • sj-mt^m^-t^ ^x<7^mmx^m Ltzt z^. it 

H\^X\H\z\tmmm^1j-\zm'k L/^gf Ic^v^T. IVS2+G691C<?>#Mi^^*«fivMft^^L. M 

■m Kt\tmLx^mAzm.e.^m.bmt^: ^x\^rz (p=o.oo34) » 

[ 0 0 9 6 ] 

S2 + G6 91C<?>#MM)5)bMS;vMi^^ L . Khlt%tLX^m.\zmiRl-mhmti: -^Xx^tz ( 



P = 0.0 14) o 
[ 0 0 9 7 ] 

( 4 ) ^m^im^^i^m t Lx^m l . mm^^if^rz tz^. ^ 9 ^9 \z<r)?^u. 

fflJS^j*^ o fcgllCfcv^T . 2gim<^SNP ( IVS2 + G691C. IVS3+C 8 4 9 7 T) ^MMS i?*® vMi 
^^L. M-^AirltlJ LT*,WJCfi^TM)b*M^oTV^/i (P= 0 . 0 0 5 K P=0.014) <> 
[ 0 0 9 8 ] 

\^ y ^' >i \zis\^X . SIIR^taXlc^?fiEi-§#Mti. :^ V > 1 ic & t . "F 7wx° ^ 
^ y t^T :^ ^<=> ^ ^ k\\l^<^ ^X ^ ^ Tzo z <7y-r ^ ^< ^ ^ y \t . 7 0)1 Mil 

IX ir^ ir -i \i S§#<?> N^kJQ l^ft-t ^ 5gipff g 1 y c o s y 1 a t i onglJ-ScT) 7 -^E* 
c7> 1 ^htiXx-^ ^ . 

[ 0 0 9 9 ] 

:^l|]5te#iJlc*D v^T . Al UGc^^MM)^t±. M^fT A i: > 57 > -7 I ^ 5 > i: <7)tt:$5 

X\t. zri^X<r)ma hnn\z^m.t^^\tflhri-^j:i]- ^ Tzt^ {^7 ) . ^ 9 y y ^ 9 ^ y 

{k^mm^nmmnnmmmvKiz ^ ^ ^mLtzmiz. < -ot^^rnxmnxtitmL-hM 
iz ^mmm 4- ^ t ( ^ 1 0 ) . 
[0 1 00] 

9 yy X.9 ^ y iiiwmm^mmmm-^miz^mLmmLrzt z^. - simco^M 
mm. nmmmM.u\znM-\±<^^m\z^\^x . < ^t-^sn?xmmAti:tmLx^Miz 

9 ^ y \z X ^mmmnnm^^& l z t^^Lx\^ ^ (mi o) . 

[0101] 

^^HHtt. M ^ ^ iff lcIVS2+G6 91C*«. ;^ 9 y y 3^ 9 ^ y m 

i^ttuiz^mmmnnmizisn^mm^izm't ^^m^^me.!^^- :^-<^i^ t^^hn^ 

[0102] 

[mi] ^ ^-:t\^'ir ^ \i^^i^miKi^<^mK^mx^^. 
immmy -^^^ x n ] 

[0103] 

le^U S 1 8 : n li a c </) 1110 (7) t# jM L ^ ^ -t ( & M 5 1 ) » 
le^U S 2 7 : 11 li g t 1 W 1 5 0 </) 1=$ ^) il L ^ 5jK -t ( ft g 5 1 ) « 

1 :nttattatcatattatgacatatatcataatatat602--17@<?>^*)iIL^^j^i- {W1± 

Se^iJS^S 2 : nliacT^mlHlcT^^ "^aiL^^i- (i¥ft<iig51) o 

mmm^5 S : nli322bp<7)@e^iJXaX^^^^ (i¥fcf£g51) o 

0 : iittaXttA^^^-t (l¥l±itm.'A) . 

Se^US-^ 6 6 : nlii<r)\m<r)m '0 ML ^^"t (l¥URM.b\) . 
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S£^iJS^8 1 :nltci^m\Bi^m^ML^^'t (i^&-feg51) » 

Se^iJS^9 7 : nltl<^m\^(^m') ML^^-t (l¥fc-feg51) o 



SEQUENCE LISTING 

<110> Tokyo Metropolitan Organization lor Medical Research 

<120> A method ol evaluating drug sensitivity with analyses ol mu 
opioid receptor gene 

<130> P04-030 

<160> 98 

<l/0> Patentin version 3.2 

<210> 1 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 1 

gttcaactgc taatacctta gcaggaatcg aaacagtgac cccatggcat rctaagagtc 60 
actgtactct tcacagacgt gcactcacag aagaaaaaca c 101 



<210> 2 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 2 

actaaagtag aatgcttgtc ccaaagaaaa gcgcatgttg cctgtttgag ytgtgaacta 60 
aattaaccac tttttccgtg gatcactatt tttatttaaa g 101 



<210> 3 

<211> 101 

<212> DNA 

<213> Homo Sapiens 

<400> 3 

atgttgcctg tttgagctgt gaactaaatt aaccactttt tccgtggatc rctattttta 60 
tttaaagaat gactgaggcc gggcgcggtg gctcacgcct g 101 



<210> 4 
<211> 101 
<212> DNA 



<213> Homo Sapiens 
<400> 4 

ctgaggccgg gcgcggtggc tcacgcctgt aatcccagca ctttgggagg ytgaggcagg 
cagatgacga ggtcaggaga tcgagaccat cctggctaac a 



<210> 5 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 5 

actcgggagg tggagcttgc agcgagctga gatcgcgcca ctgcactcca rcctgggcga 
cagagtgaga ctctgtttta aaataaataa ataaataaaa t 



<210> 6 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 6 

ataaataaaa taaaatataa tgataaagaa atgtttttat agagctctca rttttaattt 
ctgaagtgat agactgtgat aaagataacc taaataagaa a 



<210> 7 

<2 1 1> 10 1 

<212> DNA 

<213> Homo Sapiens 

<400> 7 

taattcttct tgctaatttc taggccacat acaacaggat ataaaaagcc maacaacaaa 
ggataaattc tttcatatgt gtgtaatcct ataaaccctc t 



<210> 8 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 8 

taaaatatat gctaatcatt ttttcaactg aattcaaata ttatgcacat kaatattcat 
atatgtttaa tatagaaaga aacacagaga gtgagggagg g 



<210> 9 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 9 

aaaatatatg ctaatcattt tttcaactga attcaaatat tatgcacatt matattcata 
tatgtttaat atagaaagaa acacagagag tgagggaggg a 



<210> 10 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 10 

ctaatcattt tttcaactga attcaaatat tatgcacatt aatattcata yatgtttaat 
atagaaagaa acacagagag tgagggaggg agtccactat g 



<210> 11 

<2 1 1> 10 1 

<212> DNA 

<213> Homo Sapiens 

<400> 11 

aaaaatctat agtgttgtac tgagctccct ccaaagcaac tataaattta yaggagatga 
aacatatgat tcaccaggca taagaagaaa gtttccgtaa t 



<210> 12 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 12 

tccacatgaa ctaagcacaa aggaactgaa tgcaggcaga cagatttcag ytcaatataa 
gagaattgtt acattagttc atggaagaat atgttttaag g 



<210> 13 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 



<400> 13 

tgtttctcat ttctttttca gaaaataaag gatcgctgtt gttcccaaca kgtttgtagg 
gaagaaaatt ggagaaacat tattaccttt tcttagatgt t 



<210> 14 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 14 

tagggtttca tcaagccaat gtattccctg ccagatttta aggagaaaaa kgcgctggaa 
aattgagtga tgttagcccc ctttcttatt tttcactgct a 



<210> 15 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 15 

ccccagcacc cagccccggt tcctgggtca acttgtccca cttagatggc racctgtcci 

acccatgcgg tccgaaccgc accgacctgg gcgggagaga c 



<210> 16 

<211> 101 

<212> DNA 

<213> Homo Sapiens 

<400> 16 

aatgaaaagg cagaaaaatt agccccaaaa gagatgaaac tcttccgtcc rtcaccattg 
actctattgt gaacttatga aaaaggtagt tgagcaatat g 



<210> 1/ 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 17 

gaacttatga aaaaggtagt tgagcaatat gaaggccatg atgtggaatt raacacacac 
acacacacac acacacacac acacacatgc tggattctaa a 



<210> 18 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 



< 2 2 0 > 

<2 2 1 > mi s c-f e a tu r e 

< 2 2 2 > (51) . . (51) 

<223> n represents m repeats of ac 

<400> 18 

acttatgaaa aaggtagttg agcaatatga aggccatgat gtggaattaa natgctggat 
tctaaaatgt gtccttcctc ctctcactct cttgatcagt t 



<210> 19 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 19 

acagaggtaa tttatttagt ctggcttcac ttaacacaaa taggtcaaaa rcaatcacat 
tttgtaagta gtaatagttg gagaaatgtg tgaagaatag g 



<210> 20 

<211> 101 

<212> DNA 

<213> Homo Sapiens 

<400> 20 

ggtcaaaaga taaataagaa ttattttata accataagaa aggaagaaca kctataaaca 
aaagtcatat atgcaacata aaagaatagg tgagctgcca g 



<210> 21 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 21 

ttctggaagt tccalaaaaa tcactclaat gggtcaaaca tcgatggttc kcagaagaac 
acaatttttt tcaaaaacga atagcattgt aaattcattt g 



<210> 22 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 22 

tacaacaaaa tacaggcaag gtgagtgatg ttaccagcct gagggaagga rggttcaca] 
cctgatatgt tggtgatgtc ataagcaaag cagtatttat g 



<210> 23 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 23 

tttatatcaa tatagacctc atggaggatc tagctcatgt tgagaggttc rtttttgttc 

cctgaacgaa agcttaatgt gatcgaagtg gactgcaaaa t 



<210> 24 

<211> 101 

<212> DNA 

<213> Homo Sapiens 

<400> 24 

ttccacaatt tctttatagc cttaagttag ctctggtcaa ggctaaaaat saatgagcaa 
aatggcagta ttaacacctt atgacataat taaatgttgc t 



<210> 25 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 25 

ctctaattac lattattaaa gcactttctt gacattttaa tcaaaatagc rggtcaagaa 
gttaggagat gctctgtatt tggtttaact gtgaactata t 



<210> 26 

<211> 101 

<212> DNA 

<2 n> Homo Sapiens 



<400> 26 

acatcactct caaaagttga tctcagtttt ttttacaaga catctgtgga ragttaattt 
gggaaagtaa ttgtttcaat tcaatgggaa aaaaaactca a 



<210> 21 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 



< 2 2 0 > 

< 2 2 1 > 111 i s c - f e a t u r e 

< 2 2 2 > (51). . (51) 

<223> n represents 11 to 15 repeats of gt 
<400> 27 

atcaaaatgg ctattctttc agttctacag tttaaaaaga aaatggttcc ngcgtgtgat 
ataggcatgt ctctttttgc atgtatggaa ttagagtaaa t 



<210> 28 

<211> 101 

<212> DNA 

<213> Homo Sapiens 

<400> 28 

aaagaaaatg gttccgtgtg tgtgtgtgtg tgtgtgtgcg tgtgatatag rcatgtctct 



ttttgcatgt atggaattag agtaaatgta ggtttaaaat t 



<210> 29 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 



<400> 29 

tgatatatat cataacatat tatatattat attatgatat atatcalaac rtgtattatc 



atattatgat atatatcata acatatatat tatcatatta c 



<210> 30 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 



<400> 30 

a c a t g t a 1 1 a t c a t a 1 1 a t g 



a t c a t a a c a t a 1 1 a t a t a 1 1 



atatatatca taacatatat attatcatat yacgatatat 
a t c a t a 1 1 a t g a t a t a t a t c a 



60 
101 



<210> 31 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 



< 2 2 0 > 

< 2 2 1 > 111 i s c - f e a t u r e 

< 2 2 2 > (51). . (51) 
<223> n represents 2 

<400> 31 

t a t g a c a t a t c a t a a t a t a t 

t c a c a g a g c t c a t g c a a g c c 



<210> 32 

<211> 101 

<212> DNA 

<213> Homo Sapiens 

<400> 32 

a a t a t a t a 1 1 a t c a t a 1 1 a t 
t c a t a a t a t a t a t c a a a a ag 



<210> 33 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 33 

t a a a a t g t a c t c 1 1 1 a 1 1 1 c 
1 1 c 1 1 1 1 1 1 1 a a c t c ag c t c 



<210> 34 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 



to 17 repeats of a 1 1 a t c a t a 1 1 a t g a c a t a t a t c a t a a t a t a t 



attatcatat tatgacatat cgtaatatat natcaaaaag 60 



cagtcatccc cattgccagt g 



101 



gacatatatc ataatatata ttatcatatt rtgacatata 



60 



t c a c a g ag c t c a t g c a a g c c c 



101 



tcactggttt ctccatactg caggctcccc rcatattatt 



60 



agaatcctta tgccttttga a 



101 



<400> 34 

atctaggtag acagccaagt cagatggccc atgcctagaa gctctccatt ytgaactttt 
gtcagcattg attaaaagaa tcaaatacct tgtagttatc t 



<210> 35 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 35 

cagccaagtc agatggccca tgcctagaag ctctccattt tgaacttttg ycagcattga 

ttaaaagaat caaatacctt gtagttatct atgatgatac a 



<210> 36 

<211> 101 

<212> DNA 

<213> Homo Sapiens 

<400> 36 

ttatgtggac tcaacccacg tatccagtag atgggaaaaa acaaaagcca raataagttt 
tttagtgttt ccttctgatg aagtttcatg tttgcttgta a 



<210> 37 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 37 

aacaaaagcc aaaataagtt ttttagtgtt tccttctgat gaagtttcat rtttgcttgt 
aataatctcc atttctcaaa tattatgttc cataatagac a 



<210> 38 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 38 

atgcttttca tgggctagga tggtttctcc caagagatga catagtattg yttttgctca 
tcaggctgtt tctcagcaat cattgtttct gcttaatacc a 



<210> 39 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 39 

gctcctagta cgaattatct ggcatgttga gagcaacttt gtcttcaagt rggacctgat 
ctatcttttt ccacaaatgt catgtgtgtg aacaagtttc t 



<210> 40 

<211> 101 

<212> DNA 

<213> Homo Sapiens 

<400> 40 

attctaaagt aaataataaa taaggtcatt gtcaacgttt ttcattcaaa rccatttttt 

aacgtaaatt tgctagaacc accttccaat tccaaggcaa g 



<210> 41 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 41 

taataaataa ggtcattgtc aacgtttttc attcaaaacc attttttaac rtaaatttgc 
tagaaccacc ttccaattcc aaggcaagga gagacattac a 



<210> 42 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 42 

ctcaactgga tgggctaagg tttctgataa aatctgaaga taaagaaaat sgaatattct 
gcttttttct tccttctaat ttcacccttg cctaaggatg a 



< 2 1 0 > 4 3 

<2 1 1> 10 1 

<212> DNA 

<2 n> Homo Sapiens 



<400> 43 



tttttcttcc ttctaatttc acccttgcct aaggatgaga tttcttccca sgttggtatc 
ccagaaatgc agactgtagc tatggggcgg aagctttgtt t 



<210> 44 

<211> 101 

<212> DNA 

<2 13> Homo Sapiens 

<400> 44 

ttgcctaagg atgagatttc ttcccaggtt ggtatcccag aaatgcagac ygtagctatg 
gggcggaagc tttgtttctt tacctgatca cttgctgtgg a 



<210> 45 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 45 

atttcttccc aggttggtat cccagaaatg cagactgtag ctatggggcg raagctttgt 
ttctttacct gatcacttgc tgtggaaatt ctagcttatt g 



<210> 46 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 46 

tccctctttc cttgccaatc attagaaagg aaagaagagg aaagagactc kctggagcac 
tggtgagtct ctaggaccct gctatcctat cccaacaggg c 



<210> 47 

<211> 101 

<212> DNA 

<2 13> Homo Sapiens 

<400> 47 

actggtgagt ctctaggacc ctgctatcct atcccaacag ggctgtcaga mggagaactc 
ctaatgtggc cattlgaaac acttctcaac attgaaatag a 



<210> 48 



<2 1 1> 10 1 
<212> DNA 
<2 1 3> Homo Sapiens 

<400> 48 

gaagttttaa aataacctct tctaagacac ggctatgagt aggtaagaga kcattcattc 
ccttcaataa tatgactgtg ttgataaaac tgataaccat t 



<210> 49 

<211> 101 

<212> DNA 

<213> Homo Sapiens 

<400> 49 

aactgataac cattcacttg caaatgttat tattgaataa gtctcactta kctcatttaa 
tattacccaa aagatgctaa caaattctgt ttcccacatt g 



<210> 50 

<211> 101 

<212> DNA 

<2 13> Homo Sapiens 

<400> 50 

gccaaagcaa cctaagaata ggacatggta gcttaagttt ttcagcttct yaactggcca 
cacacacaca agttgtgttt gtacaattct tgaggtcaat c 



<210> 51 

<211> 101 

<212> DNA 

<2 13> Homo Sapiens 

<400> 51 

caaacaatat tactgtgttc taagcgcttc tgttactcga aaggggtctg rtccagaccc 
caaaagaggg Itcttggacc tcatgcaaga aagaattcag g 



<210> 52 

<211> 101 

<212> DNA 

<213> Homo Sapiens 



< 2 2 0 > 



< 2 2 1 > ra i s c - f e a t u r e 

< 2 2 2 > (51). . (51) 
<223> n represents m 



repeats of a 



<400> 52 

ggtttgtttt aagtaagcca ctttcctccc tgcaagttcc cacggagcag nggaggaaac 
tttttcctgg gagcccacta atcacacagt gaacaaaagg c 



<210> 53 

<211> 101 

<212> DNA 

<213> Homo Sapiens 

<400> 53 

taagaaagca aaggaataaa gaatggctac tccataggca gcgtagcccc magggctgct 
ggttggctat ttttgtggtt atttcttgat tatatgctaa a 



<210> 54 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 54 

gtcgctctgg ttcaaacacc tctgacactt gaattacaaa tataaggacc rttgacact 
agattttaag ggaggaaaaa cagattgaca gtggactaaa g 



<210> 55 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 55 

gcaaggtaag aatcaagtag aaatgataaa gggcaaggaa aaaagatgaa mgcttactca 
tattaaccat tctaccattg gaattatttg ccaacacacc t 



<210> 56 

<211> 101 

<212> DNA 

<213> Homo Sapiens 



<400> 56 

gacagtgggg aaaattcatc 



ttcatattgt cacatgcact gtaataggaa kgtttagcaa 



aaaaaacctt ccagagaaag gtggtttcca atattaccta c 101 



<210> 57 

<2 11> 10 1 

<212> DNA 

<213> Homo Sapiens 

<400> 57 

gcaaaaaaaa ccttccagag aaaggtggtt tccaatatta cctacaactt sctttgcaat 60 
ttgatttttg aaaggaccta aaagttgaaa acaggctatc a 101 



<210> 58 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 



< 2 2 0 > 

<2 2 1 > mi s c-f e a tu r e 

< 2 2 2 > (51) . . (51) 
<223> n represents a 

<400> 58 

t a a a t g 1 1 1 1 a 1 1 1 a a g 1 1 1 
a c ag g g 1 1 a c a a a a t a c c a a 



sequence having 322bp or deletion 

gcattgccca ctaaggctag acattttttt ngataaattc 60 
acggaaatgagataagtggta 101 



<210> 59 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 59 

ggcccggcta gacatttttt gataaattca cagggttaca aaataccaaa yggaaatgag 60 
ataagtggta taaaccacag aagatatagg agaagagaaa a 101 



<210> 60 

<211> 101 

<212> DNA 

<213> Homo Sapiens 



< 2 2 0 > 



< 2 2 1 > ra i s c - f e a t u r e 

< 2 2 2 > (51). . (51) 

<223> n represents a or deletion 

<400> 60 

tgagataagt ggtataaacc acagaagata taggagaaga gaaaaaaaaa ngaggaaata 
aagaagacaa ctcttttcct aagagtctgg gtaaaattga a 



<210> 61 

<211> 101 

<212> DNA 

<213> Homo Sapiens 

<400> 61 

ggaaataaag aagacaactc ttttcctaag agtctgggta aaattgaaca yagccatatt 
cactgaacaa catgagtgag cttcattaat ttaagcacag c 



<210> 62 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 62 

ccatattcac tgaacaacat gagtgagctt cattaattta agcacagcaa ractgcttta 
attaacaaga ccagagagaa gggagaggag actacatttg t 



<210> 63 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 63 

gtgacatatt agacttctta ctttccccaa ataaaaaagt gcctgctggg ygcggtggct 

cacgcctgta attccagcac tttgggaggc cgaggcgggc g 



<2: 


10> 


64 


<2: 


[ i> 


101 


<2: 


[2> 


DNA 


<2: 


[3> 


Homo 



<400> 64 

gcgcggtggc tcacgcctgt aattccagca ctttgggagg ccgaggcggg yggaacacaa 



ggtcaggaga tcaagaccat cctggccaat atggtaaaac c 



<210> 65 

<2 1 1> 10 1 

<212> DNA 

<213> Homo Sapiens 



<400> 65 

atacaaaatt aggaaggcgt ggtggtgcac gcctgtaatc ccagctagtc rggaggctga 



ggcaggagaa ttgcttgaac tggggaggcg gaagttgcag t 



<210> 66 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 



< 2 2 0 > 

<2 2 1 > mi s c-f e a tu r e 

< 2 2 2 > (51) . . (51) 

<223> n represents m repeats of a 

<400> 66 

caagatcgca gcattgcact ccagcctggg caacagaatg agattgtctc ngtgccacat 
gccatgctat gtgcccaaag tttccttcac acaacacagc c 



<210> 67 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 



<400> 67 

ttagagccag tcagaattca atctccaata tcctgactag cacaagaaat ycataggttg 



attcttgttc tcctgcatct ctgcaggtgg caaacctgat t 



<210> 68 

<211> 101 

<212> DNA 

<213> Homo Sapiens 



<400> 68 

ttgtgtgttt tcttaataaa ctttacccac ttattaaaag aataaaatga rggtggagtt 



a a 1 1 c t g a c t a c g g g a 1 1 c c 



1 1 1 1 1 c a c 1 1 



1 1 a t a a t g a a c 



101 



<210> y 

<2 11> 10 1 

<212> DNA 

<213> Homo Sapiens 

<400> 69 

tccttctaac taaatcttat cataagcaaa tctatgcacc aaattattta rtacaattcc 60 
taataacagc tgaaggacca tttatttgaa gcaatgttca c 101 



<210> 70 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 70 

ttagtacaat tcctaataac agctgaagga ccatttattt gaagcaatgt wcaccatagc 60 
aaaattccag tgaagtctaa gaactgggac agtccgttga g 101 



<21fl> 71 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 71 

ttgccccatg aatgtgcaca tgcatattaa aatatgggca cctcttttaa ktcttttttt 60 
tctcataata agtttgaaac tcacagtagg aaattgagag a 101 



<210> 72 

<2 1 1> 10 1 

<212> DNA 

<213> Homo Sapiens 

<400> 72 

tggttgttct cgaactagct ggtttcccag agacagctgg agactgagca mataaagaca 60 
tcattgagga aaaaggctac cttgtacctc atggagagct g 101 



<210> 73 
<211> 101 



<212> DNA 

< 2 1 3 > Homo Sapiens 

<400> 73 

catggagagc tgaaggtctg ataaatggga actgccaggt aatagctatg mtatttctga 
cataaattta aaaactagta ttgtttcttc tagctctgtt t 



<210> 74 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 



< 2 2 0 > 

<2 2 1 > mi s c-f e a tu r e 

< 2 2 2 > (51) . . (51) 

<223> n represents m repeats of a 

<400> 74 

taatgttaaa ttggatctat aaacataagt caatttggct ctattatgtc ngagaatagg 
agttttaact tatatctgtg ttttattaat attttgaagt a 



<21fl> 75 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 75 

ataagtcaat ttggctctat tatgtcaaaa gagaatagga gttttaactt wtatctgtgt 
tttattaata ttttgaagta taggaacctc atggtgtagc a 



<210> 76 

<2 11> 10 1 

<212> DNA 

<213> Homo Sapiens 

<400> 76 

gtatgtgaca ggggctgcat gcaccggtgg tctgggagga acagaacagg rcagggagtt 
cttctataca atagagaaca gaacaatgtt cttctataca a 



<210> 77 
<211> 101 



<212> DNA 

< 2 1 3 > Homo Sapiens 

<400> 77 

aggcgggccc aggcctggtt tcgggcctgg cgctgagctg cctgtatttg rttttacttc 
cttgttgttt ttactgaata tgaaacaata taaaacaatg t 



<210> 78 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 78 

tggttttact tccttgttgt ttttactgaa tatgaaacaa tataaaacaa kgtgagaggg 
tctttctctc ctctcaatgt caacatcata tatgattgga g 



<210> 79 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 79 

gctggtttgg ttgaagtttc tcttatcagt caggcacttt gcattttaag ygtactttac 
caccgacacc ctcccccccc agcacacaca cacacacaca c 



<210> 80 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 80 

tcaggcactt tgcattttaa gcgtacttta ccaccgacac cctccccccc magcacacac 
acacacacac acacacacac acacacaaca tagtgaaatg g 



<210> 81 

<2 11> 10 1 

<212> DNA 

<213> Homo Sapiens 



< 2 2 0 > 

<2 2 1 > mi s c-f e a tu r e 



< 2 2 2 > (5 1) . . (5 1) 

<223> n represents in repeats of ca 
<400> 81 

ggcactttgc attttaagcg tactttacca ccgacaccct ccccccccag nacatagtga 
aatggacccg tgggaattat atgatagttg taatcaaaat a 



<210> 82 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 82 

gcactttgca ttttaagcgt actttaccac cgacaccctc cccccccagc rcacacacac 
acacacacac acacacacac acaacatagt gaaatggacc c 



<210> 83 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 



< 2 2 0 > 

<22 1> raise-feature 

< 2 2 2 > (51) . . (51) 

<223> n represents tctc or deletion 

<400> 83 

tctggaagta aacttaaaat gaaaattaga atttgctttc aattatacta ntatctaaat 
cttaatttga aatttaaatt attttgtctc tacccaaacc a 



<210> 84 

<2 11> 10 1 

<212> DNA 

<213> Homo Sapiens 

<400> 84 

tatactatct ctatctaaat cttaatttga aatttaaatt attttgtctc yacccaaacc 
atcgatttca tggaaatgtt taaattttct tttttttttt t 



<210> 85 
<211> 101 



<212> DNA 

< 2 1 3 > Homo Sapiens 

<400> 85 

cttaatttga aatttaaatt attttgtctc tacccaaacc atcgatttca yggaaatgtt 
taaattttct tttttttttt tttttttgat ggagtctcac t 



<210> 86 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 



< 2 2 0 > 

<2 2 1 > mi s c-f e a tu r e 

< 2 2 2 > (51) . . (51) 

<223> n represents insertion oi tttc or none 

<400> 86 

tattttgtct ctacccaaac catcgatttc atggaaatgt ttaaattttc nttttttttt 
tttttttttg atggagtctc actctgtcgc ccaggctgga g 



<21fl> 87 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 87 

aggctggagt gcagtggctc aatcttggct cactgcaacc tctgcctccc rggttcacac 
cattctcctg cttcagcctc ctgagtagct gggactacag g 



<210> 88 

<2 11> 10 1 

<212> DNA 

<213> Homo Sapiens 

<400> 88 

attctcctgc ttcagcctcc tgagtagctg ggactacagg tgcccgccac macacctggc 
taattttttg tatttttagt agagatgggg tttcaccacg t 



<210> 89 
<211> 101 



<212> DNA 

< 2 1 3 > Homo Sapiens 



<400> 89 

acaacacctg gctaattttt tgtattttta gtagagatgg ggtttcacca ygttagccag 
gatggtttcg atctcctgac ctcgtgatct gcctgcctcg g 



<210> 90 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 90 

atccccatca atttaatagg aattaagtta gaaatactag tatatatatt ycctttatat 
actaattgta tatccatata aaagcattag taccattata t 



<210> 91 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 91 

a g t a t a t a t a 1 1 c c c 1 1 1 a t a t a c t a a 1 1 g t a t a t c c a t a t a a a a g c a 1 1 ra g t a c c a 1 1 a 
tatgaaagta tatatgccat tccataaaaa tatatctacc a 



<210> 92 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 92 

ggaattaaag aaaaaatgcc tgttttcact aagtcatcct tcccctggca rtacatttcc 
tgaactttta catacttaaa tagccagtta tgaaaatgta a 



<210> 93 

<2 Il> 10 1 

<212> DNA 

<213> Homo Sapiens 



<400> 93 

acattttaaa cagactcctg cccacaaact atttttcctc tccaggaata rgaatggcaa 



ctgaattgtt ccttctttat tctatagctt taagtcaaac c 



<210> 94 

<211> 101 

<212> DNA 

<213> Homo Sapiens 



<400> 94 
g a a t g g c a a c 

a a t c a a c c c t 



tgaattgttc cttctttatt ctatagcttt aagtcaaacc yaacataagc 
tccacccatt gtcctctttc tagctgctta t 



<210> 95 

<211> 101 

<212> DNA 

<2 1 3> Homo Sapiens 

<400> 95 

ttgggggtga aataaaagat agacccctgc tgctctgcac gtagattcag yttgtatgcc 
agggtgacat tttaatttac agtagtccag acacctaaac a 



<210> 96 

<211> 101 

<212> DNA 

<2 13> Homo Sapiens 

<400> 96 

ggggtgaaat aaaagataga cccctgctgc tctgcacgta gattcagttt statgccagg 



gtgacatttt aatttacagt agtccagaca cctaaacagg a 



<210> 97 

<211> 101 

<212> DNA 

<213> Homo Sapiens 



< 2 2 0 > 

< 2 2 1 > ra i s c - f e a t u r e 

< 2 2 2 > (51) . . (51) 

<223> n represents m repeats oi t 
<400> 97 

caacattgtt ttccttttga tggtctggga gtttttctat aagtttttgg nctcttcatt 



agtgtgttag ttccatcatc atgtctgttt actattgaaa a 101 



<210> 98 

<211> 101 

<212> DNA 

<213> Homo Sapiens 

<400> 98 

ttgaaaatat aggcagctaa atccactgat agtctacttt ttttaaaaat ktgttcttga 60 



tgttttgagc aggaaaatta tttgcaagaa acaaagagtt t 101 
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